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alternately with the SGE from S. vittatum (equivalent of 3 SGs
per lane). A preliminary analysis with Coomassie blue
staining of the gel had shown that with these SG numbers a
staining of similar intensity would be obtained with both
insect species (black flies have larger SGs than midges). Pre-
stained protein standard (Bio-Rad Laboratories) was used to
estimate the molecular mass of the different proteins.
Fig. 2. ClustalW alignment of Hsc70-3 amino acid sequences of 4 insect species as

bold are sequences, which are identical or similar to the peptides obtained from

which are identical or similar to the peptide obtained from the C. nubeculosus
For better separation of the 70 kDa bands excised from
the SDS-PAGE gels for mass spectrometry, SGEs were also
run on 7.5% SDS-PAGE and stained with Coomassie blue.
The 70 kDa bands were then cut out of the gels with sterile
scalpel blades and the N-terminal amino acid sequences
were determined by mass spectrometry after ‘‘in gel’’
digestion, offered as a service by the Analytical Unit,
well as 2 EST clones (CK150335 and CK150967) of Culicoides sonorensis. In

the S. vittatum 70 kDa band from SDS-PAGE, underlined are sequences,

70 kDa band.




